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Abstract: 
 
In an ex-vivo study of diseased individuals, whole blood samples were stimulated and the response, as 
measured by protein phosphorylation, was monitored using flow cytometry. The dose response to stimulant 
was estimated using hierarchical mixture models which characterize the individual events in each treated 
sample by a mixture distribution and the proportions of the mixtures by a sigmoid dose response model.   
 


